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Introduction Resveratrol treatment increases S and G2 population in primary human fibroblasts
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Figure 1: Resveratrol treatment increases S and G2 population in primary human fibroblasts A. Default cell cycle distribution of
untreated fibroblasts is shown here. Majority of cell population seems to be G1 phase where relative DNA amount is lower than S
and G2 phase. B. When treated with 25uM resveratrol for 48 hours, percentage of S and G2 population increased to 60%, indicating
that resveratrol treatment induce cell cycle arrest at S and G2 phase. C. 25uM resveratrol treatment followed by 8 hour recovery in
DMEM + 10% FBS showed even higher percentage of fibroblasts in S and G2 phase (71%). D. The table shows S and G2 population
percentage in tested conditions.
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experiment Figure 3: Effect of resveratrol on 1kb insertion efficiency in iPSCs A. The gel image shows 1kb
inserted DNA band (1920b) and AAVS1 PCR amplicon (920b). 25uM resveratrol treatment increased
1kb insertion efficiency from 5.6% to 8.8% (1.6 fold increase). B. The graph shows 25uM resveratrol
treatment increases 1kb insertion efficiency in iPSC.

3. Assigning cell cycle based on relative DNA
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Resveratrol treatment increases base-editing efficiency in primary human fibroblasts Sanger sequencing data confirms successful 1kb insertion in AAVS1 site in iPSCs
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